How to analyze qPCR data using ExpressionSuite Software

ExpressionSuite is a qPCR analysis software freely available on the web from Life Technologies website

(for PC only) to the following address:

http://www.lifetechnologies.com/ca/en/home/global/forms/expressionsuite-software-registration.html

ExpressionSuite uses the comparative Ct method (AACt) to quickly and accurately quantify the relative
expression of genes in a large number of samples. The software allows you to analyze a project prepared
on one or more plates with several endogenous controls; gives you the RQ values and standard
deviation; adjusts the efficiency levels of your assays and several other statistical and graphical features.

You can also export your data into Excel.

1. On the ExpressionSuite’s main menu, click on Create Study.
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2. Name your project. Click on Instrument Type and select Viia7 .
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3. In the left menu, click on Experiments and Import to import one or more projects.
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4. In the left menu, click on Samples and Groups if you assign biological replicates.

5. In the left menu, click on Targets and Controls to assign your genes (Targets) and your
endogenous controls by right-clicking under the Type column.
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6. In the left menu, click Run QC and Amplification Plot and then click Analyze. Afterwards click
on Group by and select Sample. You can then check your technical duplicates/triplicates, which

should not exceed more than 0.3 Ct between each replicate.
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7. In the left menu, click on Export, Export and Analysis Settings. In the Relative Quantification
Settings tab, you can determine your reference sample and modify certain statistical parameters. You
can also change the % of efficiency of each of your tests. It is recommended for an assay to have a slope
between 3.0 and 3.6, which corresponds to an efficiency of 90 and 110 % respectively. Click Ok and
Analyze.
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8. Click Save. Choose the folder where you want to export your Excel file by clicking on Browse.
You can select (check) which values you want to include (Sample Name, Target Name, RQ, RQ min, etc...)
then click Start Export. Your Excel file will open automatically.
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